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Description
The SweGen contains whole-genome variant frequencies for 1000 Swedish individuals generated
within the SweGen project. The data is intended to be used as a resource for the research community
and clinical genetics laboratories.

DNA from blood samples were whole genome sequenced using Illumina X technology at SciLifeLab
Uppsala and SciLifeLab Stockholm. The sequencing data was analyzed with the GATK best practices
pipeline to obtain a joint called variant frequency dataset. For more information, see:
https://www.nature.com/articles/ejhg2017130

Data contains personal data
No

Language
English

Population
1000 indviduals representing a cross section of the Swedish population

Study design
Observational study

Number of individuals/objects
1000

Data format / data structure
Numeric
Text
Interactive resource

Data collection 1
Mode of collection: Registry extract and/or access to biobank sample
Source of the data: Biological samples
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Accessibility level

Access to data through an external actor
Access to data is restricted

Homepage
SweFreq — The Swedish Frequency resource for genomics
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