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Description
The data consists of:

- Table S1. The haplogroup breakdown for the 934 SweGen haplotypes included in the final
mitochondrial genome dataset.

- Figure S1. Graphical description of the average read depths observed in the SweGen dataset.

- Figure S2. The distribution of read depth for the 16,569 positions of the mitochondrial genome
based on the average observed in a subset of 100 representative SweGen haplotypes.

- Figure S3. The box-and-whisker plot presents the distribution of average variant frequency for each
coverage classification group.

The dataset was originally published in DiVA and moved to SND in 2024.
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